HDA GT-12™ System
High Performance Nucleic Acid Analyzer

Provide the Right Performance and Price
to the Right Customers
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Integrated HDA-GT12 system offers
efficient genetic information

Instrument Chemistry

Gel cartridge Kkits
« GCK-5000

« GCK-5000F
 GCK-10K

. e GCK-RNA*
Applications for

DNA
Analysis R

Technica Software
SU ppOl’t BioCalculator software

System Maintenance e Instrument Control
» Customer training » Data Analysis
» Trouble shooting
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Yesterday and Today

P

Classical method, which is labor-intensive, highly dependent on operator
technique, time-consuming, unreliable, slow, and often a subjective process that
can take days. Interpreting samples is costly since a high level of skill is required

¢@ene, Inc.

Today and Tomorrow
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Technology of Capillary Electrophoresis

Light
Capillary Electrophoresis (‘%.) J0Uree
Computer
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Patents Awarded Technology
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Patents Awarded Technology

Capillary Electrophoresis eGene’s Designed Platform

@ Light
Capillary Electrophoresis source

Chart Recorder

I:I Computer
Data In Photocathode
Data Qut M

Cathode Anode

u
' !

Time {min}

&b (280 um)

CARTRIDGE INTERFACE
T2 GHANNEL HDA

HDA GT-12™ System

O Capillary Electrophoresis
Q Light-Induced Florescence Detection

O Polymer gel and EtBr intercalating dye
¢@ene, Inc. PRISM,



Advantages of HDA-GT12 System for DNA analysis

d Automated system (auto sample loading)

1 Fast separation (around 10 min separation time)
d High resolution (2-5 bp within 500 bp)

d High sensitivity (Detect ng — pg/ul)

Slab gel electrophoresis

\HDA System electrophoresis

5.0 6.0 7.0
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Functional Features (1)

 Provide high-resolution electrophoresis
e Achieve 2-5 bp resolution in 10 minutes

¢@ene, Inc.
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Functional Features (2)

1 Provides high-detection sensitivity
» Achieve pico-gram level for one shot
e Achieve 0.1 ng/ul for undiluted PCR amplified DNA

PCR Dilution Factor
Ix  10x 50x 100x 200x 400x 800x 1600x 3200x 6400x 12800x

bp

587

458 . | S — I — (—— S

434

289
267

257

174
102
80

Series dilution of PCR products (indicated by arrows) amplified in 50ml reaction.

The original 30ng/ul of PCR DNA was diluted up to 12800x by water and the results

showed that HDA system can detect the DNA concentration as low as 2.3pg/pl.
¢Gene, Inc. PRISMA
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Functional Features (3)

 Provides high-throughput DNA screening
» Achieve 96 samples in one step
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DNA samples in a 96 well-plate were analyzed in 40
e minutes. An individual window was blown up to
= ' show high speed resolution of DNA ranged 15bp to
5kb and data analysis was provided by
BioCalculator ™ Software.
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Special display modes of
HDA GT-12™ System
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Design for DNA Electrophoresis Users

d Collect digital data
d Present in gel view format

Separation in 10 minutes Separation in 1.5 hours

e¢@Gene, Inc. PRISMA
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Design for DNA Electrophoresis Users
(Continued)
1 Multiple data comparison
® 36 data in one row
 Flexible data analysis (arrange, zoom, contract )
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Design for Genotyping Users

Present in electropherogram
Data calculation
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Design for Genotyping User

(Continued)
Multiple data comparison in electropherogram

e¢@Gene, Inc. DRISMA
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Easy-To-Use Operation

d Easy As 1-2-3 for PCR product screening

* |[nsert Cartridge
* Place PCR amplified DNA into system
« Select method to run

1 Automatic data collection/analysis

* For 12 samples in 5-10 minutes

* For 96 samples in 0.5-1.5 hours

¢Gene, Inc. DRICMA
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Usages of HDA GT-12™ System
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Screening for Pathogens Detection

Detection of Hepatitis B Virus (HBV) DNA

Upper marker

458
434

289
267
257

174 <+—186bp HBV

102
80

Lower marker

b o .
p Total analysis time: 10 minutes

Typing of Human Papillomaviruses (HPV)
DNA

X
@“‘z @Q\z
N\s Q“%
9 &
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<— 250bp  Oncogenic
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80

Total analysis time: 10 minutes

¢@ene, Inc.

Detection of Mycobacterium tuberculosis DNA
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Identification of Plasmodium species

(Malaria detection)
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Screening in Genetic Diseases

Molecular Diagnosis of Hereditary Molecular Diagnosis of Bardet-Biedl Syndrome
Inclusion Body Myopathy (H.I.B.M) (Short Tandem Report Polymorphism)

47-Ad faad faad

Normal
Hetero
Homo

Marker

Rel. Units (R, x1E001)

&.00 7.00
Tirme (ming

Total automatic analysis time: 10 minutes

e¢@Gene, Inc. DRISMA
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Screening in Genetic Diseases

Demonstration of STR/Microsatellite Analysis
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Molecular Diagnosis of Down Syndrome
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Anal Biochem. (2005) 340:213-219
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Quantitative Assay of Deletion or Duplication
Genotype by Capillary Electrophoresis System:

Application in Prader—Willi Syndrome and

Duchenne Muscular Dystrophy
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PWS patient with PWS patient without )
microdeletion micordalation Normal individual

Prader—Willi Syndrome

¢@ene, Inc.

B. Deleted DMD patient

D. Duplicated DMD patient
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HLA-A “02” SSP Subtyping
(48 genetics markers in one patient)

é__
o o
3 & s =y
= v 5 = 8
¥ v 2 ~
v v
M 1 2 3 4 5 6 7 8 9 10 1l 12 13 14 15 16
f— f—
M 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32
o
[ _O%
N
(@\]
v
34 35 36 37 38 39 40 41 42 43 44 45 Albpf‘ | 4i‘°_- .
-. l ) M

M 33
¢@ene, Inc.



Detection of Muscular Dystrophy genotypes
via Universal Condition Direct Sequencing

The Automated UCDS Line

PCR Primers Pre-Dried Down Single Condition PCR  Deletion Universal Sequencing

In alveerol in 384 well blates - All Amplicons in Analysis Primers Pre-Dried
gly P Thermal Cycler eGene Down

g

. .

Add Patient DNA Cycle Sequencing Band concentration Direct
and PCR Mix in in Thermal Cycler Quantification eGene

Sequence
Robot

Amplicons

AmpPure Purify In ABI 3730
PCR In Robot

CleanSeq Purify
Sequence in Robot

e@ene, Inc. DRISMA
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Multiplex PCR Analysis
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The 10plex panel detection of antibiotic resistance genes
In methicillin-resistant Staphylococcus aureus (MRSA)

10plex PCR
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Analysis of 16plex PCR DNA in Cystic Fibrosis Gene
for Mutation Detection
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Genetic Analysis in Food Products

¢Gene, Inc. DRICMA
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Genetic Analysis in Food Products

Analysis of Vertebrate Species Specific Detection of Genetic Modified Organism (GMO)
PCR amplified DNA in Meat Specific PCR Amplified DNA in Food Materials

DNA Negative

Marker Goat  Chicken  Cow Sheep Pig Horse  Control DN M 2 S04 S0

Marker GMO Control GMO Control

bp bp
439bp
S8 398 bp ¢ 587
458
43 329bp L 458
L 434 =
274 bp
289 227 bp L
3‘;; ¢ || =
190 b,
157 bp gg; — L l P 190 bp
174 118 bp J_
174 ——————]
102 l
80 _ 102
80

Total automatic analysis time: 10 minutes

Total automatic analysis time: 10 minutes
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Multicapillary electrophoresis analysis
of single-nucleotide sequence variations

¢Gene, Inc. DRICMA
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Multicapillary electrophoresis analysis of single-nucleotide
sequence variations in the deoxycytidine kinase gene

¢@ene, Inc
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-360CG

forward primer —— -<— reverse primer
Kas | (GGCGCC) RFLP
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C,—»

A\ )

500 bp —*
400 bp —»
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Targeting Induced Local Lesion in Genome

EMS M1 M2 seed bank

e¢@Gene, Inc. DRISMA-

Biotech Corparation



PCR Amplification of Target Gene
from Pooled Genomic DNA

’h ' .
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modified TILLING system for rice mutant screening
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Laboratory Applications

¢@ene, Inc.
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Plasmid Cloning
(Large DNA fragments analysis)

2000

150
1000
[}
500
6.00 a0
Time (mind
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Oligonucleotides Separation
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Total RNA Quality Analysis RNA Fragments Size Analysis

50 25 125 6.125

281 | |, 623

o 955

28— I O /

1] 1383

Rel. Units (RU, x1E001)

18 S I — — —

i} 4.00 fi.00 2.00

Time (min)

RNA concentration in solution (ng/ul) Total automatic analysis time: 10 minutes

Total automatic analysis time: 10 minutes

e¢@Gene, Inc. DRISMA
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Multiple Applications in One System

RNA Analysis

PCR DNA Screening

Oligo Analysis

AFLP

Plasmid cloning STR/microsatellite Analysis

¢@Gene, Inc. PRISMA
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eGene’s Cartridge Products

HDA-GT12™ DNA Analyzer

GCK-5000 GCK-5000F €101,Cx10] ¢ RNAQC*

Choice based
on type of
Application

v
\ 12-channel

8-channel

ANALYSIS

v /

Choice based on the
Sample capacity

e¢@Gene, Inc. 4-channel DRISMA

Biotech Corparation




BioCalculator™ Software
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Choice of data Output

 Full plate and single data report by BioCalculator
* Gel view and electrophenogram image in JPEG format
 Real time and analysis data in Microsoft Excel format.

Single data report in HTML format.
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HDA-GT12 System Provides Total Solution
for Current and Future Genotyping Works

Q Right Performance
v Right Resolution

v' Right Sensitivity - ’

v Right Throughput ‘

d Acceptable Cost

¢@ene, Inc. PREMA"
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Contact Information g&
e@ene, INC. 5 s

Tel:(949)250-8686

Fax:(949)250-8833
www.egeneinc.com
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Resolution

of GCK-5000F

Fragment Sizes

500bp-1kb

Best Resolution

100bp

50bp

50bp

200bp

Circular plasmid DNA

¢@ene, Inc.
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Resolution of GCK-5000

Fragment Sizes

Method 100bp-500bp 500bp-1kb

Best Resolution

20bp 200bp

1kb-5kb

5-10bp 10-100bp

500bp

2bp-5bp

(1% resolution) 50bp

Non-Detectable

¢@ene, Inc.
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