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StepOne Plus ™ Real-Time PCR Solution Introductio
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- TagMan®
Tissue MagMAX™-96 RNAqﬁous@ RNAQueous® - Gona Eypression

Sample Preparation or Cells Total kit Micro Kit CelstoCr™

Tempus™ i ™

MagMAX™.96 eI

1 Blood Blood Kit Blood RNA - Blood Kit
type? Tube

Gene Expression Assay

’ TagMan Gene Expression Assay ‘ TagMan MicroRNA Assay
1 ’ TLDA-Gene Signature Panel l TLDA- miRNA Panel ‘

Q-PCR systems

1 ’ StepOne / StepOne Plus ‘

GeneAssist” siRNA Workflow Builder ’ siRNA Resource ‘

Functional Assay

1 http://www4.appliedbiosystems.com/tools/workflow/workflow.php
Validated by Real Time PCR .
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StepOnePlus™ Real-Time PCR System: The Basics

96-Well Block
- One block, 2 speeds
Fast cycling: 40 cycles in under 40 minutes
Standard cycling: 40 cycles in under 2 hours
10-30ul reaction volume

00:40:00

3 July 28, 2008

StepOnePlus™

4-color instrument
FAM™/SYBR® Green dyes
VIC®/JOE™ dyes
ROX™ dye
NED™/TAMRA™ dye

Fillers
Wavelength
{nmy

Emisslan
Spacira

& A N
— S — ——— -
L L] Ll - Ll
Dyes -520 nm ~550 nm =580 nm =610 nm
= FAM . JOE » MED « RO
« BYBA Gesnn » V0 » TANEA,
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Standalone Colocated

or

LAN |

o

-

Networkability: Remote Monitoring, E-mail Notification

5 July 28, 2008 © 2008 Applied Biosystems
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Standalone (Pé-Free)

RIS T 2T R el A )

Start the run from the
touchscreen

After run, download the file (.eds)
to your PC

Analyze your data

Colocated
Direct control of instrument via computer

Setup: You can design the experiment on the PC
connected to the StepOneplus System

Run: Start the run from the PC connected to the
StepOneplus System and Real-Time data collection

Analyze the results on the PC connected to the
StepOnePlus System

7 July 28, 2008 © 2008 Applied Biosystems

Computer minimum requirements

Windows XP sp2

Intel processor 1 GHz
512 MB of RAM

One 20-GB hard drive
CD Rom

Minimum Monitor Resolution

1280x1024 pixel resolution

8 July 28, 2008
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Hardware specifications g’
- %

Power switch in the back. The instrument automatically
enters a standby mode after 4h. No need to power off the
instrument after a run.

During the standby mode, the touchscreen becomes gray,
but is activated with a simple touch.

The entire system becomes activated after pressing the
blue soft button

8-10 min for the heated cover to warm up.

9 July 28, 2008 © 2008 Applied Biosystems

Veriflex™ Block

One block, Six Zones

The same “Better than gradient” feature from Veriti™
96-well Thermal Cycler

*Image from Veriti

10 July 28, 2008 © 2008 7hepticsl Bipsgptems
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- Ltk .
Veriflex™ Block for customers who have legacy SYBR®
Green primers

Amplitcanan Plal

Zone |Target | Temp

1 |1ss 56

i yi 2 |pPAa |57

N 3 |AcTB |58

I 4 RNaseP | 59

5 |Pek1 |60

o 6 |RPLP |61
Logens

B s W roe B e [l ees B Bnassr ACTE

16 replicates for each target

Data courtesy of Bill Kiffmeyer and Birgit Suppe
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Veriflex™ Block: Good uniformity across the block or the zone

o Aphiicaton P
Zone 2 | Whole
@ 57C | Block
@ 57C
o ct 220 | 21.9
-]
SD 0.04 | 0.072
i e et - | #of 16 72
Cwtle reps.
Legenid
.i-l;:'l.-\.

Threshold: 3.691671
Baseline: 3to 15

Data courtesy of Bill Kiffmeyer and Birgit Suppe
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Strong Pe'rforma”'n'ce:road dynamic range, even when
multiplexing

T
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*8 logs of dynamic range when duplexing FAM-labeled 18S probes with VIC-labeled IPC using the TagMan® Gene Expression
Master Mix

Data courtesy of Bill Kiffmeyer and Birgit Suppe
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- A 717 £ & SNP Genotyping
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SNP Genotyping

v SNPR™ fuses f Flew g

v SNPR? b p g

- Linkage Mapping Study

- Association Study

- Response to drugs

- Disease severity & susceptibility

- Prognosis

© 2008 Applied Biosystems
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Real Time PCR Amplification plot features
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principle of quantitative real-time PCR...

use rather than
ea e PCR amplifica plo TC)
10001 T |2|5(|)0| T 1250 '.: L End ppint
: L \\‘\ 1 \ / detection
A tsomn | 1 1 N
.1.°.°°°.4:ﬁ~|£ vl - Threshold
N 20,000 / | of detection
=1 1 I rf L4 i
2 ik A
2z ; |
§ P ! F f ‘_‘- J‘J } i ,I
(72} il
o r -
§| y=No2n. CT*:'”"EW’,?&% v tﬁmw*‘v =
PCR cycles— Low Ct high Ct
(‘high copy #) ( low copy #)

C; = threshold cycle:

July 28, 2008

the calculated fractional cycle number at
which the PCR product .
crosses a threshold of detectfoR008 Applied Biosystems
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The Optimized Chemistry used to Detect PCR Products

-- TagMan & SYBR
TagMan TagMan MGB SYBR Green |

4
P
1. Reporter (R) ﬂ'_ ® ﬂ‘ a4

/ - energy
2. Quencher (Q) e Y ™ ranster
—
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L

5’ NuI&ease Assay

hv
Excitation
Forward o
5‘Primer o Hybridization
3 == 5
5 3
Reverse &
Iminct Probs ooreod Protee .
Primer

18 July 28, 2008
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TagMan® MGB/NFQ Probes

Minor Groove Binder (MGB)

Small molecule that fits snugly into the minor groove of duplex DNA

Stabilizes probe annealing
Non Fluorescent Quencher (NFQ)

“Dark” quencher

Acts as energy transfer acceptor that does not emit a detectable fluorescent signal
MGB probe design uses a special algorithm in
Primer Express® Software.
All probes will be short (13-25-mers)

MFQ

AGGCCTTGAGAGATAT MGEB

!

AGGCCTTG: GATAT
GCTACACAGTCOGGAACTCTCTATAGCATCACAC

19 July 28, 2008 © 2008 Applied Biosystems

% z;d : ARz,
SYBR Green 1 - dsDNA minor-groove binding dye

Polymerization

i ]

Polymerization Complete 3 ¢ 3 ¢ 3 ¢ 3 ¢
— G080

’f

20 July 28,2008 _— © 2008 Applied Biosystems
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> 4
Dissociation curves for different sample amounts
Raw data view

. N ===
VRV EVE TR
PCR Products . 1 \ - ga T W,
B N B e B " ) Ay i ]
Denaturation 4 e 3% 3+ Real Time PCRmPrimers/ Probe
Results—Derivative view (single product) e
O i " ” ¥
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1 The Three Solutions for Real-time PCR 1. How to search TagMan Gene Expression Assay?
E 1 . . Ir{ =
R TagMan Gene Expresion Assays (5 species!!!) X R AR R R 5 e
Erfpresslan i MH sapiens ™ 1. musculus Py LTy P
™ R. narvegicus [~ D. melanogaster
I” . thaliana

| New Name, Same Chemistry | .
1.5 Million More SNPs | TagMan SNP Genotyping Assays
% Available NOW! 1 ! ; llnl-hy

TagMan® SNP | ess Time to Real ime “
1 GemtypingAssays o/‘; *Ready made assays

EEEE TagMan® Caolls-to-C1™ Kits ] 1
LB R PR

‘LS| pdated Himan, S e Rl

S 22?\%:: ASSEES | Z Z #1¢2 jp| & for SNPs and Gene Expression . Laarn Mare & y @
All-in One tube TagMan-

based Assay

il

Design primer or probe by software, ;s ppiieq siosysters © 2008 Applied Biosystems
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Gene
symbal

 Pro-made and Made to order Filter Results

Assays

oUF gyontes, configure a product, o 1o vew products

25 oms/page =

| ¥ Gene | Allas tRetgeq + GenBank
| Name | MRNA

T4 NM_013488.1 3 G

IT4 NM_012489.1 @ Gendank
mfNAS

© 2008 Applied Biosystems
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MicroRNAS

Small ( ~ 22 nt), non-coding RNAs shown to play a role

. . Precursor
in gene regulation miRNA
f _} Mature
Endogenous (occur in nature) s mIiRNA
~ 250 miRNA genes/species il g
. . | = | [1]
~ .
highly conserved among related species -‘; 1 §
Primarily function in suppressing translation ‘< b
e i
& X
Have been shown to cause mRNA degradation ﬁ,:. )
.| A
u

Mature miRNAs are biologically active form
» mYig RNA interference, similar to SiRNAys appiea siosystems

R

miFNA T prmer
!tll [LLIIT '

Step 1: Stem-doop AT l Mg\

u”“”“““lllllll I
cDNA

-—

Golt*
Forwand phrmes
Raverss

TagMan piohe  Dromied

AR B8

miRNA assay
Relallve detection
(%) =

27

Northern Blot Result let7a ”V

July 28, 2008

let-Ta ugaggusguagguuguanaguy =TT
lot-Th ugagauaquagquoquouggun 7]
Lo Tn. SRR e —
let-7d agagguaguaggquugcanagu
let-Te ugagauAgaqEUUTEATAGY
. Y Ak A A

=

“?

* Relotive detection [%) calculated based on C, difference
Between perfeelly matched and msmatched assays.

Synthetic miRNA Target

Assa

for letZa letZb  let7c

© 2008 Applied Biosystems
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pasay s 447 s O
312 Mouse; R
231 Rat; §i - e
65 Arabidopsis thaliana ~ m
82 Caenorhabditis elegans A

72 Drosophila melanogaster

23 endogenous controls (small nuclear RNAs)
U6, U19, U24, U38, U43, U44, U48, U49, U66, Z30...........

Each assay contain: 1 RT primer, 1 TagMan Assay
50x RT reaction and 150 real time reactions
( 20 ul reaction volume)
Additional Applied Biosystems Products required to run miRNA assays
-- TagMan MicroRNA RT kit ( 200 rx/ or 1000 rx package)
-- TagMan Universal PCR Master Mix

28 July 28, 2008
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miRNA search webS|te

TagMan® MicroRMNA Assays

http://lwww. applledblosystems com/products/miRNA.html

Cdpiryg IAforrrulion diaay Seamh Frodhent Dt righeony Litpeptere Rrsouroey

Eryrrni Ly . i ruas Ak
Badch 10u Saarch by uplasding & file conbaining mutiols MooRHA 1T n numban, Fart Hume ticy

Search for n | AN Tast -

29
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1

2: Custom Taql\/lan Assays Service
The Assays-by-Design Process

Assays by ABI Assays B
g:sltlc;:w:er Choose Design File designed and :c;Bl:t;raglrforms Quality Assays
a builder SW manufactures shipped

e S

1.  Primer sequence
2. Probe sequence
3. PCR program

0 genotyping

- bi-allelic (SNP) genotyping
- insertions/deletions (InDels)
- sequence variants

9 quantitative PCR
- gene expression
- any sequence detection
- other quantitative PCR applications

(needs 2 primers + 2 probes) (needs 2 primers +1 probes)

30 July 28, 2008 © 2008 Applied Biosystems
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A_FIFJ’“EFI\J TaqMan Probe & Primer 54 &5

TagMan Probe ‘ Primer

Probe 2 Primer #7288 @ T A5, PCR Z 40 A0 HA 50-150bp B E 14
GICY % 30-80 %
BERH FAFFAHA AR S 4B Gay R

T & 68-70°C (Quantification assay) Trm {4 : 58-607C
55-67C (allelic Discrimination assay)
Probe & F: Primer £ A :

13~25 bases (Taghlan MJB probe)
13~30 bases (Taghlan probe)
BhdfoEANFHEA
S —EA RS G
Cho REAF FAM-dye £ 50 F EF FERRESE O
SEE O G %5 drand F1F probe®
BRI AEAHESH 3ERULEC
(GGG-MGEB-3" or GGAG-MGOR-37)+
# % probe 8 7 B ¥4 % 2 E 1 L&y CC di-nuclectides ¥
a: &4 Tagldan MGB probe
b BT ESRE I

20 bases (Optimal)

a8 BB PR AL ARG 28 CHG

32 July 28, 2008

i am
PRATA NN AAAANERTRGE (1T AU RRAAD RN IRT R




33
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Fis Dl Vew ook Wirdos lisip
1A3H & ¢ DX

55 Taqelan® M3E Quanhific sfien # 1

Sequerce | Puwmsts | Preva 0P

[ FheMame | PRI

Largh g Gk

7 1. Add DNA file or Copy & Paste |

IAGCCATOA OOOCAGOCTT GTATA000TS

CROG QOCAAGGOGG -

CATTCTAT] CCTTIOCTAL CAMNITANES A TOTACCTAT ?-:l:
GACAAGAAGT TOACCATCTA TONTODCASA GOTERI0 WATOOCAGT 50
OOTTAMAMN] CAMMIIA] CHINDCTIEN AFTTCAAGAT CAMCATON e
TACATATTAN ATTCTAGINC AdCTAMMCT RS ATOCTOTCA 260
BAAAMAMTTC ANTAAMCAAR ACRCRACHRN BRRCHARRSA BAGGAMACAT X0
AACACAACA] AMAMIMICAT (OOOOCANLS TOCRINNT SAAAAMTI

CTOAGCAATT AMGAACOCTG GTTOOOCTTC O

July 28, 2008 © 2008 Applied Biosystems
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Reagents
«Optical Consumables
« RNA Isolation Kit
o RT kit AR fested
e Real Time PCR Reagent

Ly g AR 228
StepOnePIusT"" Real Time PCR System: The Basics

Supported consumables:
P/N 4346907
Fast 96-Well Reaction Plate (0.1 mL) -10 plate:
PIN 4360954 s
Optical Adhesive Film - 25 films
P/N 4358293
Fast 8-Tube Strip (0.1 mL) - 125 strips
P/N 4323032
Optical 8-Cap Strip - 300 strips

TTY?T'TTTTTTTT

uvvvv-‘v

Place the tray containing the tube, Load at least 16 tube ©?2008 Applied Biosystems
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Sample Preparatlon DeC|S|on Tree
http://www.ambion.com/techlib/trees/RNA/index.html
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Skip RNA Isolation!

|solation/Purification-Free Sample
Preparation for Your Gene
Expression Studies

Cells-to-CT™

41 July 28, 2008 © 2008 Applied Biosystems

' - g L i3 Applied
= i 1 .,.r.‘u“ ABBHJ ystems
Speed without Sacrificing Performance
A complete workflow for gRT-PCR from cultured cell lysates
without RNA purification
*= Fast - Sample preparation at room —— ey

temperature and in just 7 minutes,
including DMNase treatment

+* Easy - Lyse samples directly in a tube
or on a culture plate, simplifying
sample preparation for high-
throughput applications

* Robust - Gene expression analysis
from 10 to 100,000 cells

+ Complete Solution- Optimized
workflow includes:

100 lysis reactions with gDMA
removal,

100 cDMNA reactions and
500 PCR reactions (in 100 rxn kit)

42 July 28, 2008 © 2008 Applied Biosystems
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I etk Y - w

Traditional RNA Isolation vs Cells-to-CT™ Workflow

1 | 77 Cell Lysis with

¥ Dnase (5 min)

TT Stop Solution
(2 min)

!

Ready for qRT-PCR

' Lyse

Remove Genomic DNA

7 Minutes

4

Add Ethanol

Bind Total RNA

-All at room temperature
Wash (3X) -No centrifugations
-No organics
-No filter to clog
Elute RNA -Can be done directly in culture

plates
3 July 28, 2008 © 2008 Applied Biosystems

25-30 minutes (*longer for more samples) ‘
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RNA-to-C;™ (gqRT-PCR) 2-Step Kits

2-Step Kit

1 — rr e l
/ v Step1:
g |',* Convert RNA to cDNA

¢ (random primers/oligo dT)

e~
E:E ..... Step 2: /// / / / J \\\\

(gene-specific primers)

44 July 28, 2008 © 2008 Applied Biosystems
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Reverse Transcription : High Capacity cDNA archi
Component
10x Reverse Transscription Buffer
25x dNTP
10x Random Primer Step Type Time Temperature
RT Enzyme 50U/uL S0LD S 35 C
RNA (0.1~10 ug) :> HOLD 120 min 37 C
H20
Real Time PCR:
TagMan Chemistry SYBR Chemistry
2x SYBR Master Mix  1x 10ul
2x TagMan Master Mix  1x 10 ul F Primer optimized NA
20x Probe/primer Assay Mix lul R Primer optimized  NA
Water NA Water NA
cDNA 10-100ng  5-10ul cDNA 10-100 ng 5-10 ul
20 ul 20 ul

Thermal Cycler Protocol

Thermal Frofile | Aute Increment | Ramp Rate |
Stage 1 Stage 2 Stage 3

Reps: [ Reps: [1_] Reps

45 July 28, 2008
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AMNA Standards Cormpation & R4 Standards AB's High Capacity Kit
1 - “y
- Slops 1 = 1.3 = -
) bl e
= ¢ | iy wSlops 1= -2,
: - % i * e
. . Ty e
30 5 2y et T
Shope 2= 34 -
ER a -
| )
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" Sops 2= 0.5 4 it e
| Sloped= 0.2 .
el T T T T L ) T T T
40 &4 mm 83 BE BD &4 &8 72 k] F] ] ' o 1
Compaamcn of Rasversa Trarc
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|

%
e - |
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Fast Mode

TagMan® “Fast” universal Master Mix [ on QETICQN somen fomen] ]

Standard Mode |

TagMan® Gene Expression Master Mix

TagMan® Genotyping Master Mix meE= +HE NE
N ==
Power SYBR Green Master Mix s 1T 034x
[ i BELLL
repgnengsis . [ B
47 July 28, 2008 .I.. 3 [ . -
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RNA-to-C;™ (QRT-PCR) 1-Step Kits - RNA J 4/ i

1-Step Kit

s

48 July 28, 2008

Convert RNA to cDNA
Amplify and quantify cDNA
(gene-specific primers)

© 2008 Applied Biosystems
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TagMan® RNA-to-C;™ 1-Step Kit Power SYBR® Green RNA-to-C;™

1-Step Kit

P b (TP

49 July 28, 2008 © 2008 Applied Biosystems
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C'rucial points for Success Total Solutions

Optimization and Variety of gPCR Master Mixes
_http://www.ambion.com/techlib/trees/qpcr/

A AR B8

httg:/IW\l/vw.ar?lbio.m/techlib/trees/%%cr/

TN

High Capacity Reverse Transcription Fast STBR® Green Master Mix - Primer Express Software - 4330710
Kit - 4374966 4385612
Accessories

Sample Prep Accessories Hide V
Turbo DNA-free™ -- AML907

RMaseZap® RMase Decontamination Solution -- AMI7E0
RMAlater® Solution -- AM70Z0

RT-PCR Grade water -- AMI935

48 Well Accessories View >

96 Well Fast Accessories Hids v
MicroArp™ Fast Optical 96-well Reaction Plate with Barcode (0.1 mL) - 4346908

MicroArmp™ Optical Adhesive Film - 4360954
MicroAmp™ 96-Well Support Base - 4379590

MicroAmp™ Adhesive Film Applicator - 4333183

B RS es

Li3s

52 July 28,2008 © 2008 Applied Biosystems
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561581 ( Absolute Quantitation)

= R i B RO (-

20

19 c

18 B
17
16

AR RN AR AR AT A R RN 15

I I I I I I
Absolute amount. (copies) 3,125 6,250 12,500 25,000 50,000 100,000 <« EXACT scale

Absolute
(o amount
Sample A 16 50,000 copies
Sample B 18 12,500 copies
Sample C 19 6,250 copies
53 July 28, 2008 © 2008 Applied Biosystems
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10 ¥ Z_£ ( Relative Quantitation)
Relative— “n-fold" difference relative to the calibrator (no units)

-1, Ctanalysis (*UB 2)

-- 2. relative standard curve
«+ Standard: any stock RNA or DNA containing the appropriate target

« Endogenous control normalized RNA input measurement and RT-efficiency differenc
«+(ex. 18S rRNA, GAPDH, HPRT, B-actin........ ) Filics s e D (I s
+ The most powerful and widely used method R — R

WA A — —
Barth b oy oy ey ey s

central 0 ] 30100 (M)

Ex. Time Course (Treatment)

Up-regi

Deown- lated Net regulated

&

AR NN

54 July 28, 2008 © 2008 Applied Biosystems
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Comparative Ct Method
) Comparison of the c-myc expression level
Calibrator in T=0, T=12, T=24, T=48 time course study

— e = ==

time
t=0 t=12 t=24 t=48
total RNA total RNA total RNA total RNA l Spectrophotometer measure RNA quantity
CcDNA CcDNA CcDNA CcDNA .
Reverse Transcription: Ex. 5 ug RNA/ 50 uL =100 ng/uL
PN PN PN rd \l
C-myc GAPDH C-myc GAPDH  C-myc GAPDH C-myc GAPDH l

Unknown samples( 50 ng): T=0, T=12, T=24, T=48

Ct=30.5 Ct=236 Ct=27 Ct=22.6

55 July 28,2008 © 2008 Applied Biosystems
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>

Comparative Ct Method

step 1: Normalization to endogenous control
Ct Target gene — Ct Endogenous control = ACt

step 2: Normalization to calibrator sample
ACt Sample — ACt Calibrator = AACt

step 3: use the formula

2-AACt

56 July 28,2008 © 2008 Applied Biosystems
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“AACE Validation

Ct value

Relative Efficiency Plol |, -popz. 1301w
E " «-Myc & GAPDH R 02815
ACt | — %
wb——=T—1T !
A .
: " \ugngt-;hlnm o ! :
! st LOg Of INput RNA
GAPD
Log of Input H

Y=0.049X+3.0179
slope + 0.1ACt allowed

57 July 28, 2008 © 2008 Applied Biosystems
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%2
i

i Ltk =
FEIEFLEI R A AC, Calculations

(Comparative C))

c-Myc GAPDH AC, AAC,

2-AAC

T=0 (calibrator) 24
T=12hr
T=24hr
T=48hr

Relative Quantity
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Relative Standard Curve Method

l Spectrophotometer measure RNA quantity ‘

Comparison of the c-myc expression level
in T=0, T=12, T=24, T=48 time course stud* Reverse Transcription : Ex. 5 ug RNA/ 50 uL =100 ng/uL ‘

NTC | smimo | sDaee

Endogenous control
sinsoon | s [ siozww

Standard: Raji Cell line total RNA l
Endogenous Control: GAPDH Serial dilution of the standard cDNA
Calibrator $1:100ng, S2: 20 ng, S3: 4 ng, S4: 0.5 ng, S5.....
time S1, 82, S3, S4 and
TO t:f? t124 t=f8 Unknown samples( 50 ng):T=0, T=12, T=24, T=48
toial RNA toial RNA toial RNA toial RNA
cDNA cDNA cDNA cDNA A
B
Target gene ¢ ntc | sz | stoasm
D DomO | WID1000 | WTD 200
E| -1 Pepuiation 1
F IL-1 Papulation 2
q
H

i
i
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Relative Quantitéﬁon Using

Relative Standard Curve Method

c

Endogenous col

Target gene

®%

Amounts. (pg) | |

60

1000 2000

July 28, 2008

|
4000 8000 16000 32000

Time | c-myc GAPDH C-myc/ C-myc
RNA (ng) | RNA (ng) | GAPDH Rel. to
T=0
T=0 0.039 0.54 0.07 1
(0.039/ 0.54)
T=12 | 0.41 1.02 0.4 55
(0.41/1.02)
T=24 |0.70 0.28 2.49 34
(0.7/0.28)
T=36 | 0.93 0.81 1.15 15.7
(0.93/0.81)

When Time=0 is calibrator
Time 12/ Time 0=0.4/ 0.07=5.5

© 2008 Applied Biosystems
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'\5\; The Application of SNP Genotyping

on Real Time PCR System
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Genotyping—competing probes
discriminating alleles and single nucleotide polymorphisms

Allele A Allele B

B e

Mismatch Mismatch

f FAM = homozygous allele A ' VIC = homozygous allele B

f ' FAM & VIC = heterozygous (A & B)
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allelic discrimination (SNP) data
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Allele 2 |

2 eterozygotes

——"{FAM coloy signal) /——..}“A; (FAM +VIC :
o<
i . a ﬂgna\)
z /_
NTC's B
Py

™ (no template controls) Homozygous Allele 1 ¢ f'\_)

(5/ (VIC colour signal)
] I
I o8 12 1 L a8 e
Ale 1
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Key Benefits
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— A Analyse
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Quantitation-Comparative CT I%E Design Wizard, Advanced set up, Quick Start
Quantitation-Relative standard curve hsd Genotyping, Real-Time data and plate read collected
Melt curve in one file
SNP Genotyping L dhades Export to Excel, Power point, or save as jpeg
Presence/absence Advanced analysis options, manual baseline setting
per well
Ordering materials
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Result: Export to Excel, PowerPoint, or save as jpeg
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