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Lead the Way
Together in AP

e Absorbance
* Fluorescence Intensity
e Time Resolved Fluorescence

 Fluorescence Resonance
Energy Transfer (FRET)

e Fluorescence Polarization
e HTRF
e . uminescence



Lead the Way
Together in AP

\ Base Instrume

e Detection Cartridge
Top Read (6 positions)
Bottom Read (6 positions)
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Touch
buttons for
plate and
detection
cartridge
access

Plate height
sensor
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Lead the Way
Together in AP

Full front
door access
for flexible
positioning
for robotic
Integration

4 plate
orientations
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Lead the Way
Together in AP

HIGH

User setup and install

Z-Height Adjustment (top & bottom)
Plate Height Sensing

Intelligent Cartridge Recognition
Dual PMT System

CO, Atmosphere Option
Shaking — Linear & orbital

Temperature Control
— Ambient to +45

6 ~ 1,536 well Plates
USB or com port connection
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Existing Detection Cartridges

Lead the Way
Together in AP

Absorbance (ABS)

Multimode (MULTI)
« FI, LUM, TRF

Fluorescence Intensity (FI)
Fluorescence Polarization (FP)
Time Resolved Fluorescence (TRF)
Luminescence (LUM)

HTRF® - Cisbio




PARADIGM™ Detaction Plattorm
Absorbance Detection Cartridge
DESCRIPTION

Fart Mumksr A1ET5
Iounting Top Read (Photodicds Dietactar) and

Bottam Fead (Moncchromatic Humination)
Cartridge Size Top - 1 Position

Buttom - 2 Positian

TyricaL PERFORMANCE

VWearvalength Rangs Q80 - 1000 nm
Wearvalength Selechion .. Foncchromator (1.0 nm incraments |
Warvalength Bandeidth A nim
Wavalangth A ccuracy +1nm
Wavalength Repeatakbility + 0.5 nm
FPhotometric Range G- 35 a0
Fhatomeatric Resclution Q000 oo
Fhotome tic ACCUTBCE e smsimees! =001 00 £2%, 0-200 & 405 nm
FPhotometric PRscision e < 0001 00+ O5%, 0-200 @ 405 nm

Lead the Way
Together in AP

Covering the UV/Visible wavelength range necessary to perform a
variety of direct measurements of protein and nucleic acid
applications fast and easy, the state of the art monochromatic

illumination design quickly adjusts to address a variety of ELISA and

Immunoassay wavelengths.



@Bsam Multimode (MUI

Detection ”errJr ge
Lead the Way
Together in AP

Optimized for 96- -density
assays, the Multimode cartridge
provides a broad spectrum of
single emission read capabilities,
Including:

1.Fluorescence Intensity (FI)

2.Time Resolved Fluorescence (TRF)

3.Glow Luminescence (LUM)

PARADIGM™ Detection Platform
Multimode Detection Cartridge

DeEscRrIPTION

TYPICAL APPLICATIONS™ TyricAL FLUOROPHORES"™
Part Number A418T8 Proliferationiability Coumarin
Maunting Top or Bottom Read Mucleic Acid Cuantitation Fluorescain
Cartridge Size 3 Pesition cAMP Quantiation Texas Red
_ _ PCR Rhodamine

Light Seurce High-Paower LED Immuncassay Eurapiumn (TRF anly)
Wavele ngth-Tuned Excitation/Emission Ranges . 3600 38 nm - 4685/ 35 nm larn Channe|

4868/ 20 mm - B23672E nm Feparter

B3B335 nm - BE5/ 35 nm

BSE 0 mm - 36735 nm

370780 nm - 618710 nm



FPARADIGM™ Detaction Platarm
Fluorescence Intensity Detection Cartridge
DESCRIPTION

Fart Fumber A415TT & 241578
LE T 1T PP RS Top Read or Battom Faead
Cartridge Size...... 1 Pasition
Light Source High Poweared LED

A41E6TT:
Wearvalength Tuned Excitation Range....... AE0S35 nm
Wanvalength Tuned Emission Range AE5535 nm
535525 nm

Ad167a:
Wearvalength Turned Excitation Range....... AS57520 nm
Weatvalength Tuned Emission Rangs S35525 nm

595535 nm

Lead the Way
Together in AP

sensitive
detection in 384 and 1536 formats, it's
dual emission design performs both
single and dual emission assays in a
single read of the plate. Making single
emission Fluorescence Intensity (FI)
and dual emission Fluorescence
Resonance Energy Transfer (FRET)
measurements simple and
straightforward.

TypicaL APPLICATIONS"

TypicaL FLuororHORES™  TY¥PIcaL FLUOROPHORES™

Both 841577 & A41578: A41577: Ad41576:

Mucleic Acid Ouantitation Cournarin Fluarascein

Malezular Interaction Hoeschst Oligre=n

A41578 only: DAPI Ficogreen

bn Channal AMCA Fibagresn

Frotein Quantitatian ANS Flua-3,4

Reparter Coumatin-fluorescein (FRET ) GFF

Apoptosis FImresceir:-Hhc-:larnirE {(FRET}
Fraliferation. iakility GFP-RFF (FRET)




PARADIGM™ Detection Platform
Fluorescence Polarization Detection Cartridge
DESCRIPTION

Part NUMBET . A41581 or A41582
MOUREING s, Top Read or Bottorn Read
Cartridge SIZe. s s 1 Position
Light SOUMCE s s s s High-Power LED
Ad15381
Wavelength-Tuned Excitation Range ..., 485/20 nm
I Wavelength-Tuned Emission Range ... //535/28 nm
_1 535/25 nm
Ad1582
Wavelength-Tuned Excitation Range ..., 535/25 nm
Wavelength-Tuned Emission Range ..., //595/35 nm

_1 B95/35 nm

Lead the Way
Together in AP

and
sensitive detection in 384 and
1536 formats, it's dual
emission optical design allows
the PARADIGM to
simultaneously collect all
necessary parallel and
perpendicular emission data
necessary for fluorescence
polarization detection.

TYPICAL APPLICATIONS" TYyPicAL FLUOROPHORES"

A41581 & A41582: A41581:
ci MF Quantitation Fluorescein
Genotyping (AcycloPrime) FF - green
Immunoassay Ad41589:
Molecular Interaction Fhaodamine
Muclear Receptor FE - rad
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PARADIGM™ Detection Platform
Time Resolved Fluorescence
Detection Cariridge

DESCRIPTION

Frart BB T i i s s s s s s s W AETD
T TN Tl:np Read or Bottom Read
AR 2 v s see e s o s o s e s e s e e s w2 Position
Light Source ngh Fowered LED
Wavelength Tuned Excitation ... s ssed 10 80 1w
Wavelength Tuned Emission .. s S 1810 nim

G420 nm

tion \/clfrﬂ( e

Optimized for u

Time Resolved Flu or“ cence (TRF)

Lead the Way
Together in AP

ast and

sensitive detection in 384 and

1536 formats, it's single or
dual emission design performs

both single and

dual emission

assays in a single read of the
plate. Making single emission
or dual emission time
resolved fluorescence (TRF)

simple and fast.

TYPICAL APPLICATIONS"

TYPICAL FLUOROPHORES"

cAMP Quantitation
Immuncassays

TP Binding
Apoptosis

GPCR Ligand Binding

Europium

Samarium
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Lead the Way
Together in AP

Coumarin Fluorescein Rhodamine um
Hoechst OliGreen Texas Red Europium Chelates
DAPI PicoGreen TAMRA Samarium Chelates
AMCA RiboGreen AlexaFluor®532-555 Coumarin-
Fluorescein(FRET)
ANS Fluo -- 3, 4 Cy3 Fluorescein-
Rhodamine(FRET)
AlexaFluor®3s0 GFP R-Phycoerythrin GFP-RFP(FRET)
4-MU CellTiter Blue Resorufin
AlamarBlue AlexaFluor®594
EFC Spectrum Red
FITC
BODIPY FL
Calcein
Cy2
OregonGreen

Sytox Green
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Grating
Monochromatic
Light

Zero Order Light
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Excitation ranges and maxima

Pacific Blue .. —
Alexa Eluor 488 [ —

TRITC )

400 200 600 700
Wavelength of light (nm)




Pacific Blue

Alexa Fluor 488

TRITC

Alexa Fluor 635

400 200 600 700
Wavelength of light (nm)
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Lead the Way
Together in AP

Paradigm Va--

Wavelength Filter Monochromator

Selection

Bandwidth 20~35nm Ex 5nm
Eml2nm

Sensitivity 5 amol/well 120 amol/well




Utilizing a unique,

PARADIGM™ Detection Platform
Luminescence Detection Cartridge
DESCRIPTION

Frart UmBE T i i i i s b 4 B84
PG st s s s s s s s 10 F&ad or Bottom Read
Cartridge Size i i s s 1 COSHCN

Erissionm Fame s s s s s s s s s 801051012 0 800 nm

Lead the Way
Together in AP

solating
design that restricts the level
of cross talk from surrounding
wells. The resulting
performance is ideal for
chemiluminescence glow
applications.

TYPICAL APPLICATIONS™

Apoptosis

cAMF Cuantitation
GPCR Ligand Binding
ETF Binding

Immunoassay




S A u rab I e Lead the Way

Together in AP

Configure & Expand a system’s
capabilities in < 2minutes

« Detection Cartridge Positions
— 6-Top
— 6 — Bottom

“PLUG and DETECT”

Get what you need, when you need it . . .




Lead the Way
Together in AP

Biomek NXT

iy e

e Easy integrated with
Automation

« Expand throughput

PARADIGM Integrated with a Biomek NXP S8
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Lead the Way
Together in AP

ly

Stop & Go

ROASASA SR SA SR SRS TSR SAD

12 discrete movements required to measure
the row of a 96-well plate

On the Fly

LA S S S (SO (SO (SO (SO (SO (SO (S (SN,
YT

1 discrete movements is performed while 12
discrete measurements are taken



ction!

Lead the Way
Together in AP

Added the “On The Fly” Detection to

» Optimized for Speed
» Optimized for Performance

Stop & Go Speed Performance
Per.ll;z?rir?:r'\ce | R Per-l;zfjr?:rl\ce T el Per-li-’zf‘)ri:aarl\ce Thr(::ghp
(fmoliwell)  (5960N98) o oliwely  (8€CONAS) qlwell)  (seconds)
96-well 0.15 35 -- 20 0.3 30
384-well 0.1 120 -- 30 0.2 50
1536-well 0.03 240 -- 55 0.1 90

NOTE: Data is representative of fluorescence intensity detection cartridge, A41577, with fluorescein




Lead the Way
Together in AP

 Multimode Analysis Software

1. Drag & Drop protocol work flow development

* Multiplexing of read modes in a single protocol

Auto update function ( protocols,labware, application notes )
3D Data display

Labware Optimization

Read Heigh Optimization

O B LS



Create Protocol Training Protocol

ethod Selection

Available detection and preparation methods are displayed. To add detection or preparation methods, dick-and-drag the method to the protocol, or select the method

General Settings

Technigue Type and click the Add button.
Labware Selection
Layout Settings [ Report Options J
s SEIECHD" il :| Kinetic || Area Scan || Wavelength Scan Estimated Time El Temperature Info
Data Reduction Page Select Methad S Set Temperature 37
Transformation Wait for Temperatu False
Output Settings Elu Preparation ‘! Temperature
@ Wait n FP - fluorescein(400ms)
. g Set Temperature i Shake
i Shake i3 Area Scan

LT

R Hect
% Load
Il Pause
E.EI-[G] AbsMano

= 7 FeFLUD E—

[ Fp - flucrescein(fly)

; {-] FP - fluorescein{fly)
77 PP - fluorescein{400ms)
&[] FP-RHOD

=7 FI-FLRH

H FI - fluorescein +rhodamine(400ms] e
n FI - fluorescein+rhodamine(fiy) —a
@[] FI-COFL JR—

B HTRF
=g muLT

< il

= : Set Temperature

Caridar Kiede Enter the desired microplate chamber

[] show only runable Methods 522ﬂrperatunairr degrees Celsius, (0turns it off).




General Settings
Techrigue Tvpe
Labware Selection

Lawaout Settings

Data Reduction Page

Oubpuk Setkings

Method Selection

Available detection and preparation methods are displayed. To add detection or preparation methods, click-and-drag the method ko the protocol, or select the method

and click the Add button,

|m‘can || warelenath Scan

reparation

A weait

5 Set Temperature

[T]"
@] abs_595nm

@ Abs_mono_S80nm
@) oha 2 @977

@) oAz @aon

@) oha 2 @3z0

@) oz @zs0

@) pha 2 @zen

[@] Abs method

@ ¥ _Abs_Mono_405nm
@ x_Abs_Maono_280nm
@ ¥ _Aabs_Maono_260nm

Cartridge Yiew
Show anly runable Methods

5|0 (] [ ][ 4

Estimated Time

[ Report Options

J

Groupl

Ei

bs_S35nm

B Kinetic Info
Kinetic Cycle
Kinetic Interw \

Kinetic Cvcles

Zhoose the number of measurement cycles to
perform,




Create Protocol NewProtocol 1

Method Selection

General Settings
Technique Tvpe
Labware Selection

Layouk Settings

Diata Reduction Page

Oubput Sethifigs

Available detection and preparation methods are displayed. To add detection or preparation methods, click-and-drag the method ko the protocol, or select the method
and click. the Add butkan,

Area Scan | Wakelength Scan

Select Maigod

=53 Premr/
A Wit
,E‘ Set Temperature
- F shake
5% Eject
Eﬁ Load
Il Pause
=-[@] ABS-MOND
@) Abs_5350m
@ Abs_rmono_S80nm
[@) onn 2 @977
@] ona z @ano
-[@] ona 2 @320
@] oA 2 @280
[@] ona z @z
E‘: abs method
@ ¥_Abs_Mona_40Snm
E@] ¥_Abs_Monao_2&0nm
@J x_Abs_Mona_260nm

&) 100 (X 4] (%) |4)

Carkridge Wiew
Show only runable Methods

Estimated Time

Report Options

P car—

isroupl

wew
Lot AreaScan

H area Scan Info
2H2[D.225mn_1]

Area Scan Points

The nuniber of scan paints in each well and scan
resolution in mm.




/Create Protocol NewProtocol 1

Method Selectiaon

General Settings
Technique Tvpe
Labware Selection

Layouk Settings

Diata Reduction Page

Qukbpuk Sethifgs

Available detection and preparatiol
and click the Add buttan,

Single | Kinetic | Area Scan |ﬂ

Select Method

EI-‘O Preparation

) wait

: g Set Temperature
i Shake

% Eject

ER Load

-1l Pause
=[@)] ABS-MOND
- [@)] Abs_5950m
[}.5] Abs_mono_S80nmy
1@ ona z @or7
18] oma z @9
~[@)] ohe 2 @320
1@ ona z @za0
18] ona 2 @zen
[;@ Abs method
@ ¥%_Abs_Monao_405
@ ¥_fhs_Mono_z50
E@] x_fbs_Mono_260

Cartridge Yiew
Show only runable Methods

Area Scan Selection Editor

may be configured iz determined by which reading direction iz configured in Layout
Settings, \when Read by row iz selected, a harizontal linear scan may be configured.
whhen Read by column or read by well iz selected. & vertical linear may be configured.

Rezolution [rim) Selected Scan Foints:

035625 & Paints % B, Paints ' &

Select the zcan resolution and meazurement points toread. The tppe of linear zcan that

mber of scan points in each well and scan
icr i .

hod to the protocol, or select the method

Report Options
a Scan Info

b Scan Poinks 2n2[0.225mm]

fcan Points




General Settings

Technigue Tvpe
Labware Selection

Layouk Settings

Daka Reduction Page

Oukput Sektings

Method Selectinn

Available detection and preparatic
and click the Add butkan,

Single | Kinetic | Area Scan E

Select Method

E]-u Preparation
) wat
E, Set Terperature
¥ shake
55 Eject
’T‘éi Load
Lol Pause
=[@)] ABS-MOND

- [@] abs_5350m
E@] Abs_mono_S50nm
[@) ohn 2 @977
@] ona z @300
[@) phn 2 @320
@] oua 2 @za0
[@] phn 2 @260
[@ Abs method
{@J ¥_fAbs_Mono_405
[@] x_Abs_Monao_Z&0
@J ¥_fAbs_Mono_260

Cartridge View
Show only runable Methods

Area Scan Selection Editor

may be configured is determined by which reading direction i configured in Lapout
Settings. When Read by row iz zelected, a haorizontal linear scan may be configured.
when Read by column or read by well iz zelected, a vertical linear may be configured.

Resalution [mm) Selected Scan Paints:

0.22500 2 | Pairts 5 20, Paoirts ' 20

0K J [ Cancel ]

Select the zcan resolution and meazurement pointz to read. The type of linear scan that

hod to the protocal, or select the method

Report Options
a Scan Info

b Scan Points 2r2[0.225mm]

Ecan Poinkts
Imber of scan points in each well and scan

ian in mm,




Create Frotocol NewFrotocol 1

Method Selection

General Settings
Technigue Tvpe
Labware Selection

Layouk Settings

Daka Reduction Page

Oukput Sektings

Available detection and preparation methods are displayed. To add detection or preparation methods, click-and-drag the method ko the protocol, or select the method

and click the Add butkan,

| single | Kinetic | Area Scar| Wavelength Scan
Select Method

E]-u Preparation

) wat

E, Set Ternperature

¥ shake

55 Eject

’T‘éi Load

Ll Pause

=[@)] ABS-MOND

{@J scan

E@] x_Abs_wavelength_Scan

Cartridge View
Show only runable Methods

&)1 %] (4] 4]

Estimated Time

Groupl

I_ﬂ Wawelength Scan

{@] %_fAbs_‘Wavelength_Scan

Bl Method Info

Minimurm Wavelength 230

Maximum YWavelengt 1000

hurnbet of Ranges

Wavwelength Increme 1

1000 /

Skart Wavelength
End Wawelength

TN

Number of Ranges

Mumber of ranges that should be measured.




Create Protocol NewFrotocol 1

General Settings
Technigue Type and click the Add butkan,

Labware Selection

Lavout Settings

| single | Kinetic | AreaScaly | Wavelength Scan

Select Method

'-:-"‘0‘ Preparation

B wait

. E Set Temperature

i Shake

% Fject

-.T-,i Load

Lol Pauss

=-[@)] AB5-MOND

[@] scan

@ x_Abs_wavelength_Scan

[aka Reduction Page

Oubpuk Settings

Cartridge Yiew
Shiw only runable Methods

Estimated Time

Available detection and preparation methods are displayed, To add detection or preparation methods, click-and-drag the method to the protocol, or select the method

Report Cptions

Groupl

SR

I_ﬂ Wavelength Scan
i {@] % Abs Wavelength_Scan

E Method Info

Minimur Wavelength 220

Maxinam ‘\-‘J'.a".'ele.ngt 1000

Tl Ran 3

W avelength Increme 2
Start Wawelength 230
End Wavelength 380
Range Z Start Wawe 490
Range 2 End Wavele 600
Range 3 Start Wave. 750
Range 3 End Wavele 1000

Number of Ranges

Mumber of ranges that should be measured.




it Create Protocol Training Protocol

Method Selection

Gerieral Settings Available detection and preparation methods are displayed. To add detection or preparation methods, click-and-drag the method to the protocol, or select the method
Technigue Type and click the Add button.

Labware Selection

Layout Settings Report Options

Method Selecti : th E I
E ol Single |}Gneﬁc || Area Scan || Waveleng Scan| Estimated Time Bl Method Info
Data Reduction Pi e

ede ki S R Select Method Groupd :

Transformation < . . Pre'read Wlth BUﬁer

=l i =
Output Settings = Preparation [@] oma 2 @20

@ wait

B setTemperature

Een — < Read with Buffer &
Sample

% Load

Il Pause

=-[@) AbsMano
‘ :@j NewMethod 3
@] ona 2 @soo
[@] ona 2 @2s0
-[@] ona 2 @280
: :@j NewMethod 2
: [@] NewMethod 1
. |
@] onag@3zo
FP-FLUO

i) ()| ][4

-1 MULTT

 Method Info

Cartridge View
[] Show only runable Methods

S N




reate Protocol Training Protocol

Data Reduction Page P

General Settings

Technique Type
Labware Selection
Layout Settings
Method Selection
Data Reduction Page >

Transformation
Output Settings

Press F1for moreinformation about data reduction functions and formulas.

Report Options

Add new Pass

REDUCTION_A1

Formula

Formula

|B-.n

Excel Formula

Syntax

Name of Data |Sample - PreRead

Name of Units |CID

MNotes This reprezents a "pre-read” of the buffer, sample addition and then read of the
"sample” plate, Reduction_A1is the subtraction of sample - buffer

Apply Formula for Wells with Cateqgary

[] Blank

[] contral

[] Empty

[] Negative Contral
[] PositiveCantral
Sample

[] standard

Add new Item
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BECKMAN

COULTER.

it Result Viewer [20070803-153145] - PARADIGM

Yigw measurement results and graphs in the tabs below,

Rawdata | Edit | Reduced Data | Graphvisw

3 Ahs Mopa 4056m

Coiame

Mulbimade &n:
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BECKMAN

COULTER.

i Result Viewer [20070803-153145] - PARADIGM

Yigw measurement results and graphs in the tabs below,

Raw data | Edt | Reduced Data | Graphiiew |

3 Ahs Mopa 4056m

el TN

U048
004:2

0




About
%Creat& | @) Contents
License
o Labware Selection

% Protocols

“ Detection Methods

Mame

Standard 96

Standard 384

Ab 384 Well Reaction Plate
BC Flat 96

BC Lumi 96

Copy of Standard 334
Costar 12

Costar 24

Costar 48

Costar 6

Costar Cone 96 Round
Costar Flat 384 Square
Greiner 24

Assay Updater Tool

Agzapz availlable online:

.Ote%ad the Way
Together in AP

Faradigm Assays {(Updated on 15.12.2006)
— Cournann 96 Azzap10]

L Rhodamin 96 Aszawly10]

nvitrogen Assays (Updated on 30.11.2006)
— Quant-iT™ dzDMA High-Sensitivity Szzau1]

— Quant-iT™ OliGreen zz0DMA Low Range Azsa1]
— Quant-iT™ dzDMA Broad Bange Azzay1]

— Quant-iT™ FicoGreen dsDMA High B ange Azzau1]

Description:

[ | rigtall

[ #dd Provider

[ R emowve Provider

]
]
]
]

[ Refrezsh

Courmarin Szgan Kt

Cloze




% Optimizing | abware: Weher96deep

Select 3 defection method
Frepa= the Labuwsre
Cntimize

Seleck Center of Left Top W=l

e

Tmeck Ceber of Lett Fokiom Well

aedect Cenker of Aighc Top el
Sedect Cenber of Right Battom Wel

Weribw el Canters

Select Center of Left Top Well

select tha certer of the well grephically beloe,  Cick et cooroceed or back bo cptimize the labware agan,




Lead the Way

m_ a1 ___®* AT

Prapain the Labviss
Oplnps

O e 2adid s cornplaie. Chihk Seras B0 eare thar opdmceed read haghil

b ool Amad Himighit

o bom Fsad Haight: - .00 2 m
[E ] -

Mrthed [Losreswrcx




Lead the Way
Together in AP

Prepare to Run

Click Run ko run the protocol,

Assay Selection Page

Run Protocol

Result Name |eons0s14-141235

e ] Input # of Samples

—Select Plate Orientation {dick on Plate to view Layout)
trument

Eject Plate Carrier @ Landscape (Optimized)

 Portrait 4

" Opposite Landscape P I ate Layo Ut

" Opposite Portrait

Close Plate Carrier

—Optimization Features

Do Labware Optimization before Run. Labware Optimization
¥ ishould be performed every Month bo get besk performance of your
Run the selected instrument. Last optimzation was performed on 14,06, 2006
protocol

Do Read Height Adjust before Run. Read Height adjustment

i~ should be performed on each volume change to get best
petformance of your instrument, Currently 1,0 mm above Plate
performed on 14.06,2006,




A Lead the Way
- Together in AP

e Create method and protocol



& Multimode Analysis Software

j_q J" Capy ‘ E]; Delete

Detection Metho” Selection List

Mame | Measurement Technique

Lum_l 000 '.:_k. Lurninescence
¥_Abs_Mono_Z#nm '|:_'-_ Absorbance
¥_Abs_Wgllength_Scan ".;:'5_ absorbance
x_Abs Mono_405nm ".::.L.ﬁ.l:usnrl:uance
w_ARE Mono_230nm '.:_k. Absorbance
¥ AAbs_Mono_260nm ﬁ:_k_ Absorbance

y rulti_Texas Red Int Top 140m E-'L Fluorescence Intensity Top
f:_ Multi_Rhodamine Int Top 140 ".:l Fluorescence Intensity Top
w_Multi_Luminescence 140ms

Y Luminescence

| Multi Europium Chelate 125p] ﬁ:_k_ Time Resolved Fluorescence

x_MuIti_Cu:uumarin Int Top 140m ".;:1 Fluorescence Intensity Top
_Multi_Fluorescein Int Top 140 ".:L Fluorescence Intensity Top
Multi_Coumarin Int Top =00m 'C_k. Fluorescence Intensity Top
ulti_Texas Red Int Top 400m ﬁ:_k_ Fluorescence Intensity Top
Iti_Rhodamine Int Top 400 'Cj Fluorescence Intensity Top

o\ FRET

\;:L Fluorescence Intensity Top

ﬁ:g_ Fluorescence Intensity Top
'C_'; Fluorescence Intensity Top

Time Resolved Fluorescence

% _Multi_Europium  Chelate TOSRE
% _Multi_Europium Chelate 400pl T

L=t

b esnlved Fluorescence

| Cartridge

MULTI (s/n 1010)
ABS-MONO (s/n 1009
ABS-MONGD (s/n 1009
ABS-MONO (sjn 1009)
ABS-MOND (s/n 1009)
ABS-MONO (s/n 1009)
MUILTI {/r 1010)
MULTI (/n 1010)
MULTI {s/n 1010)
MLLTI {s/n 1010)
MUILTI {s/r 1010)
MULTI (/n 1010)
MULTI {s/n 1010)
MLILTI {s/n 1010)
MUILTI {/r 1010)
FI-COFL (sfn 1009)
FI-COFL (5/n 1009)
FI-COFL {s/n 1009)
FI-COFL {s/n 1009)
MULTI (s/n 1010)
MUILTI {s/n 1010)

Created

712512007 2:49:40 PM
7125/2007 1:50:23 PM
SI16/2007 7:26:46 PM
5/16/2007 7125:28 PM
Ei16/2007 7125:28 PM
5/16/2007 7:25:28 PM
51112007 7:56:56 PM
5/11/2007 6:03:25 PM
5/11/2007 4:59:02 PM
5/11/2007 5:13:33 PM
5i11/2007 6:07:26 PM
5/11/2007 5121127 PM
5112007 6:07:26 PM
5i11/2007 7:56:56 PM
5i11/2007 6:03:25 PM
5/11/2007 5157147 PM
5/11/2007 5:54:06 PM
51112007 5:54:06 PM
5111 /2007 5:54:06 PM

5{11/2007 5:13:33 PM
5/11/2007 5:13;

»_Multi_Luminescence 1000ms
<

i 2 Lurninescence

rameters

E wcitation Y avelength [nm) 485
E mizzion ' avelength [him) 535
|ntegration Time 40000 ms

MULTI {s/n 10107

E{16/2007 7:27:20 P
5/16/2007 7:26:39 PM

5{16/2007 7:26:24 PM

S{16/2007 7:26:06 PM

5{11/2007 11:40:55 PM
5/11/2007 11:40:43 PM
5{11/2007 11:26:22 PM
5{11/2007 913537 PM
E{11/2007 9:31:14 PM
5/11/2007 9:30:53 PM
5{11/2007 5:02:03 PM
5{11/2007 7:57:59 FM
E{11/2007 6:04:45 FM
5{11/2007 5:55:23 PM
5{11/2007 5:55:33 PM
5/11/2007 5:55:21

5i11/2007 5:15:39 PM
5/11/2007 5:12:57 PM

Hide Praview A

| Eniabled #
B
®
B

B
>

LTTwWo3A0108 | '] PARADIGM 5{N:1012

Multirmode Anal 5 'q%: untitled - Paint

ITop |

Ik




&) Method Editor

Select Cartridge |

Select Cartridge
Method Technique

Detection Cartridge | iR

#

3 B
Method Twpe 3 "@.
Method Parametkers 3 '-,&
s B
: B
: B
2
s B
20 B
w B
24 B
s B
3 B
n B
0 B
¥ B
w0 B
12 B
o B
Hide Preview
Method = used in Protocok
- &bs 580
LTTWO1A0006 %) PARADIGM - Simmlsted Top [ % [% %] .xl}a.x Botiom [ [ [w [% % [%

&0} Jack YEH - Inbox .. aradigm sereen shot 3§ Paradigm works F?"l--thti.‘rm:uﬂ.& dpalysi.. | EE I' Q.J'I:-‘ Eo TR 0448




Multimode Analysis Software

File  Actions  Help

Q =if¥ i-:l;; Edit l| -- . x’- Dielats

Select Cartridge —

Select Cartridge

rethod Techniqus

Detection Cartridge |F'.BS MOMO 2 |

5 B

Method Twpe 3 @
Method Parameters 3 '-,&
s B

.

2 B

2

s B

20 B

w B

24 B

s B

3 B

n B

0 B

¥ B

w0 B

12 B

o B

Hide Preview
o
Methodis uzed inPTolocos
- Abs 580
LTTWO1AD006 %) PARADIGM - Simulsted [Top | % [ % [ % [% [Botom [w % [w[% [%]x

S8 ”| £ Jack YEH-1.. aradigmser,. | 54 Parsdizm wo.. A8 Multimode . & REE - o : Q__,I'Jl Fo TF 0440



q ‘Multimode Analysis Software

 Fike ﬂﬁﬁﬁﬁ‘é  Help
[Qr‘::— = |? 1| Edit I_l e it Capy x.ﬁ&n"f" J

Detection Method Selection List

{35 Method Editor

Method Type TS

Seleck Cartridge ﬁ

Method Technigue Method Type Monochromatic w B

ﬁ Results ®
Method Type

Method Parameters Hoekiytocen @

% Labwars ®

= s

Instruments

= 5

Trash by

B

B

B

B

B

B

B

B

B

E Prewview

LTTWO140006 ] PARADIGM - Simulated

) Jack VEH-1.. B Paradizmoar... ‘,} Paradigrm wo. . 31 Multimade ..



Hultimqﬂe Analysiz Software

{3 Method Editor

Select Cartridge
Method Technigue
Methad Type

Method Parameters

Method Parameters

Method Marme |-':'-|:IS_MDHD_32EInm |

Excitation Wavelength (nm} |32E|| |

Diate Created

2O07IEE |

-Abs 555nm
- alidation 595nm

VY VVVVEP PV VeV VvVVvee

—o

Hide Preview

LTTWO140006 ] PARADIGM - Simulated

I';‘I f!}: .E’i Jack ¥EH-1...

W Toco

{3 Multimode .




I~

Lead meﬁ
Tgether in AP
e Protocol & /3

— [EREE=C (Abs, FI, FP, TRF, Lum, HTRF )
_i7 gl;fiz/ﬁ_ t, Shake, Pause
— rﬁ]ﬁur%’\w “ARHUT=4 (196, 384, 1536 )

— T%:FF,#,Layout( Control,Standard,Blank,Positive
control,Negative control,Sample,Dilute...)

— E«F*I;I‘ET ﬁ] 1[77[“:{ JI/:L
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Gt Multimode Analysis Software

d::-;; ireake :'-._.- Run
o B

Biee T
1=\ Edit c.:.py Q‘] Frint

@ Celete

Protocol Selection List

Marme

;'.rea Scan

DA Ratio

Lurn_1000

SCAMN 350 TO 1000
x_Abs_40Snm_3Sdwell
¥_Abs_405nm_9ewell
¥_Abs_Gen Sawel

Parameters
Application  Analysiz
Labuwware

State Maormal
Instrument  Unknown
MNotes

w_Abs_Gen_9éwell_w_scan
x_Abs_Mono_352nm_96Well
x_FI_Cournarin Int Top 1536w 1.5min
¥_FI_Courmarin Ink Top 384w 1min
x_FI_Coumarin Ink Top 384w Zmin
*_FI_Coumarin Ink Top 96w 1min

»_Multi_Coumarin Int Top 3g4wel 2min
»_Multi_Cournarin Int Top 98well 1.5min
*_Multi_Europium Chelate S&d4wel Zmin
x_Multi_Europiurn Chelate 35well 4min
»_Multi_Europium Chelate Sdwell 2.5min
»_Multi_Fluorescein Int Top 384well Zmin
%_Multi_Fluorescein Int Top 384well 4min
»_Mulki_Fluorescein Int Top 96wel 1.5min
»_Multi_Luminescence 384well Zmin
x_Multi_Luminescence 334well 4min

?HpmtaﬁnnType {
dnalysis :

Analysis

Analvsis

Analysis

Analysis

Analysis

Analvsis

Analysis

Analysis

Analysis

Analysis

Analysis

Analysis

Analysis
Analysis
Analysis
Analvsis
Analysis
Analysis
Analysis
Analvsis
Analysis
Analysis

# Fl_Coum_Greiner 96 black std

Created

7/23{2007 5:25:25 PM
7/25/2007 545130 PM
7/25/2007 2:50:53 PM
7/23/2007 443146 PM
5/14/2007 1:27:25 PM
5/14/2007 1127125 PM
5142007 1:27:25 PM
S/14/2007 127125 PM
7/25/2007 1:53:59 PM
5/5/2007 5:02:32 PM
5/5/2007 50232 PM
5/5/2007 5:02:32 PM
5/5/2007 5:02:32 PM

5/11/2007 8:36:55 PM
5/11/2007 8:36:55 PM
5/11/2007 5:36:55 PM
5/11/2007 8i36:55 PM
5/11/2007 8:36:55 PM
5/11/2007 8:36:55 PM
5/11/2007 5:36:55 PM
5/11/2007 8i36:55 PM
5/11/2007 8:36:55 PM
5/11/2007 8:36:55 PM

iull_ast Edited
7125/2007 6:26:33 PM
7)25/2007 £:04:05 PM
7)25/2007 3:35:07 PM
7}252007 1:35:11 PM
5/16/2007 7:30:52 PM
7)25/2007 4:53:46 PM
5/16/2007 7:29:39 PM
5/16/2007 7:28:54 PM
7}27/2007 12:07:41 PM
5/12/2007 10:59:52 PM
5/12/2007 10:59:29 PM
5/12/2007 10:55:09 PM
5/12/2007 10:58:44 PM

Sf12/2007 10:29:56 PM
5/12/2007 10:29:08 PM
5/12/2007 10:258:47 PM
Si12/2007 10:28:25 PM
TIZFI2007 5:36:13 PM
511212007 10:26:45 PM
51212007 10:26:24 PM
Si12/2007 10:26:08 PM
51212007 10:25:06 PM
5/12/2007 10:24:46 PM

VPV VEVYVEVERRY

=

20 20 b 0 28 20 A bk 2

Hide Prewview

quick start pratocaol; make sure the labware definition matches vour plate height: add standard to comer wells to perforny labware and

[£

Ea

LTTwWo3A0108 | '] PARADIGM 5{N:1012

.4 Start

ulbimode Ana

i Paradigm Instrument ...



reate Protocol Validate sample

General Settings

Please enter a name and notes For this prokocol.

Technique Tvpe

Labware Selection

Layout Settings Protocol name validate sample|
Method Selection Date Created Thursday, August 16, 2007
[raka Reduction Page [Drate Edited Thursday, August 16, 2007
oneentration Date last run Thursday, August 16, 2007
Cukoff

Maotes
Walidation

Cukpuk Settings

analysis Options
[] ¥ariables
[] Transfarmation
Zoncentration
Cutaff
Yalidation

ultimode &na i i untitled - Paint (D) %)% T e By 94 aM



reate Protocol Validate sample

Technique Type

General Settings Seleck the desired technique type From the list below,

Technique Tvpe

Labware Selection

Layout Settings

Method Selection ;
Technique Type Y Ahecrhanice
Ciata Reduction Page [@‘
. |:| © Luminescence
Concentrakion .
7 FRET

Cuknff e |

| Fluorescence Intensity To
yalidation s .

Dn Fluorescence Inkensity Bokttom

Cukpuk Settings
] Time Resolved Fluorescence

:F.:::-ﬂtﬂ: = % Back Mext

ulkimads Ana i i unkitled - Paint L (D) %)% 7 L Be 9s0AM




reate Protocol Validate sample

Labware Selection

General Settings Seleck the desired labware type From the list below,

Technique Tvpe

Layout Settings

Method SE|EIIZ'IIDI'I Type of Labware T | Microplate Format
[rata Reduction Page

Standard 334 284
Concentration Standard 1536 1536
Cutaff x_Abs_Greiner 384 YIS clear std 354
Yalidation x_Abs_Greiner 96 UV clear std 96

x_Abs_Greiner 96 VIS clear std =123

ChemLib 1536 1536

ulkimede Ana i i unkitled - Paint




reate Protocol Validate sample

Layout Settings

General Settings
Technique Tvpe

Labware Selection

Layout Settings

Method Selection
[rata Reduction Page
Concentration
Cukoff

Yalidation

Cukpuk Settings

[ Imnport Layouk ] [ Report Options ]
Fillirg Fliomy Replicates
Type Sample W
| | ) Wertical (3 Comstant Murnber 1 >
Index ~
I?S—"| (%) Horizontal (%) Incremental ) Mertical (%) Harizantal
*al Fill Latuk | ¥ b |,)'-.-'iew: Identifiers - |ﬁ Directian = |@ Pk Layout ',J
] e s e s | e 8 | 9 | 1o u | 12 |
& 1 ST = 5e 53 54 25 S6 57 58 9 2
B . STD:Z 510 511 a1z a13 S14 315 516 217 515 M1
C . STDG 519 520 521 522 523 524 525 526 527 Mz
D . STD4 528 529 530 531 532 533 534 535 536 M3
E . aTDS 537 538 539 240 541 342 2435 544 245 4
F . STOE S46 547 S4a 549 550 551 552 553 554 MS
G . STO7F 555 556 557 558 559 SE0 561 SE2 SE3 MNE
H 3 STDE 564 565 S66 267 S65 269 570 571 572 24

£t Multimode Ana

M)
Wa

untitled - Paink




reate Protocol Validate sample

Method Selection

Available detection and preparation methods are displayed. To add dekection or preparation methods, click-and-drag the method to the protocol, or select the methiod
Technique Type and click the Add butkan,

General Settings

Labware Selection
Layout Settings [ Report Options ]
Method Selection

i I ?;WTI Kinetic || Area Scan || Witavelength Scan | Estimated Time

[rata Reduction Page

Select Method Groupl

Concentration —
Cutaff 5 Shake 25 [@] x_abs_Mono_495
validation % Bl [@)] Abs_595nm
Cukput Settings Load

- Il Pause

= [@] ABS-MONG (s 1009)

[@] 4a2rm

{@] MewmMethod 2

[@ DhA 2 @977

1@ ouaz @900

[gﬁ] DA 2 @320

1@ one z @2s0

[@ DA 2 @260

1@ abs_595nm

@ *_Abs_Mono_495nm
1@ 280nm

[ﬂi %_Abs_Mono_495
{@] »_Abs_Mono_320nm
[@j ¥_Abs_Mono_382Znm
{hﬂ %_Abs_Mono_405nm
[ﬂi »_Abs_Mono_230nm
{ﬂ{] %_Abs_Mono_260nm

Cartridge View
Show anly runable Methods

Cancel

ulkimode Ana i i%  untitled - Paink




Create Protocol Validate sample

Data Reduction Page

General Settings Press F1 For more information about data reduction funckions and Formulas, Report Options

Technique Tvpe

Labware Selection

First Pass 1 Add new Pass

Layout Settings Groupl
Method Selection

1@ A =2x_abs_Mono_495

Dita Redlction Fage I3 REDUCTION_A1
i [@) B = Abs_595nm cHERLE TN
i 3 Farmula
Concentration W
Al
Cuknff
Walidation Farrmula
Cutput Settings B4

MWame of Data | |

Mame of Units |495 i |

Motes

Apply Formula For Wells with Category

Elank.

Contral

Emnpty

Megative Contral
Positive Control
Sample
Standard

Add nev Tkem

Mext

& unkitled - Paint




reate Protocol Validate sample

General Settings
Technique Tvpe
Labware Selection
Layout Settings
Method Selection
[rata Reduction Page

Concentration
Cuknff

‘alidation

Cukpuk Settings

Choose a curve fitting method and configure response Formulas and concentrations as desired.

Standard Curve

[]Use stored Standard Curve

[]Capy standard curve definition fram an ather pratocal ta this protocal Seleck

ACUrve Y-Axis H-fxis

|Linear Regression V| Baie |REDUCTION_.C'.1 - (495 nm) y€_| Mlarme iCnncentratiDn |
Mumber of standards EI Type |Iinear w | Type |Iinear bt |

i g
Extrapalation e ,,L ‘,I_x_
X

“Graph Setup | vaidaton|

Standards
Response Formula Concentration

1 [sTDL | It |
2 |STD2 | 2 |
3 |3TD3 | |2 |
4 |ST04 | |4 |
5 |ST0S | s |
& |56 6 |
7 |ST07 | |7 |
5 |ST0A G |

ulkimode Ana

& unkitled - Paint




reate Protocol Validate sample

General Settings
Technique Tvpe
Labware Selection
Layout Settings
Method Selection
[rata Reduction Page

Concentration
Cukaff

‘alidation

Cukpuk Settings

Cutoff configures qualitative evaluations that classify measured samples according ko defined cukoff values. Up to ten groups of samples may be dassified using cukoff
fForrnulas. Groups are separated by the cukoff Formulas.

Basis of Evalustion | REDLICTION_AL - (495 nm) ¥ | Report Options |

Murnber of Groups 2 A

Groups and Cutoff Formulas

Mame
Eroup 2 Ml Cutoff Formulas | Yalues
0.5
aroup 1 (Lo
K]

ulkimede Ana i i unkitled - Paint




reate Protocol MewProtocol 1

General Settings
Technique Tvpe
Labware Selection
Layout Settings
Method Selection
[rata Reduction Page
Zukaff

Output Settings

Cutoff configures qualitative evaluations that classify measured samples according ko defined cukoff values. Up to ten groups of samples may be dassified using cukoff
fForrnulas. Groups are separated by the cukoff Formulas.

Basis of Evaluation |REDLICTION_F'.1 - (260 nm) W [ Report Opkions ]

Murnber of Groups |3 A

Groups and Cutoff Formulas

Mame
Eroup 3 Ml Cutoff Formulas | Yalues
1L !1.8 |
. |
aroup 1 | o
]

ulkimode Ana 1 B Conkrol Panel




reate Protocol Validate sample

General Settings
Technique Tvpe
Labware Selection
Layout Settings
Method Selection
[rata Reduction Page
Concentration
Cukoff

Y alidation

Cukpuk Settings

Configure up to 10 walidation rules,

Mumber of Rules

Yalidation Fules
Basis of Evaluation

Rule

[ Report Options ]

|REDLICTION_F'.1 - (495 im)

v| |F‘1=:IZI.8

If Failed, show Text:

|Fai|ec|J caused by Positive conkral 1

|REDLICTION_F'.1 - (495 im)

v| |F‘4=:IZI.8

If Failed, show Text:

|Fai|ec|J caused by Positive control 4

|REDLICTION_F'.1 - {495 nm}

v| |N1:>IZI.5

If Failed, show Text:

|Fai|ec|J caused by Megative contral 1

|REDLICTION_F'.1 - {495 im)

v| |N4>n.5

If Failed, show Text:

ulkimode Ana

|Failed, caused by Megative contraol 4

& unkitled - Paint




reate Protocol Validate sample

Output Settings

General Settings Seleck data output and printer options.

Technique Tvpe
Labware Selection

Layout Settings

Method Selection :

b fﬂzrgsﬂine?nféﬁ{{';?mpletlng Export ba Micrasofti® Excel
Concentration Q Show Result Yiewer

Cukaff Dg Create . ¥ML and .dat data files
Yalidation

D@ Automatic Print out after measurement,

Cikpuk Settings

Save and run this protocol nov.

Cancel

ulkimode Ana i i%  untitled - Paink




Run Protocol 260nm

Prepare to Run

Click Run ta run the protocal.

Prepare to Run > |

Fun Protocol

Result Mame |2IJI:|?I3813-1?1615 |

# Samples to measure I3
# Plates ko read

Plate is lidded

Select Plate Crientation (click on Plate o view Lavout)

Eject Flate Carrier

(#) Landscape (Optimized)
() Partrait

4

Clnse Plate Carrier {7 Opposite Landscape

ﬂﬂmjj

() Opposite Portrait

Qptimization Features

Do Labware Opkimization before Run.  Labware Opkimization should be performed every Month bo get best
performance of your inskrument, Last optimzation was performed on 70232007

Run the selected
protocol

B Conkrol Panel




%! Run Protocol ¥alidation 595nm

Run Protocol

Click. Finish ko wiew results and export data

Prepare to Run

e e e e T T T

Estimated Time 00:00:02

Elapsed Time 00:00:02 Current Method: Abs_595nm

Raw Data | Graph |
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Resnlt Yiewer [20070816-172400] - FARADIGM/Simulated Data
]

Concentration

Wiew measurement resulks and graphs in the tabs below.
Zukoff

Y alidation

Raw daka || Edit Reduced Data | Graphbiew

b= _595nm

>

Solauis
& il




ﬂz Resnlt Yiewer [20070816-172400] - FARADIGM/Simulated Data

< | Wiew measurement resulks and graphs in the tabs below.

Concentration

_ukoff

Y alidation Raw data | Edit | Reduced Data | Graphview |
- REDUCTION_A1 - (595 nm) = [ = = - = O T [ S [ ==
o amn BRh S8 (% oM b oW s oMk oM oW o
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{;'i:;"v Eesnlt Yiewer [20070816-172400] - FPARADIGM/Simulated Data

= - &) ___

Data Wiew cukoff groups or edit the cukoff Formulas iF reevaluating the results is desired.
Concentrakion
Zukoff
Y alidation Layout Yiew |List View | Parameters | Edit |
Results
[] Show well Identifier Show Status

£ 3

—_
—
—_
-

=) h=

i

i m

]

000000 -
£ £ & &£ £ £ £ & o
£ £ & £ £ £ & £ -
£ O£ £ £ £ £ 2 & =

e
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Eesnlt Yiewer [20070816-172400] - FPARADIGM/Simulated Data

Data Wiew results For each validation rule or edit the rules if reevaluating the resulks is desired.
Concentration
Zukoff
validation i Parameters | Edit |
Result List
Rule Muriber | Reesult | FailText | Biasis of Evaluation | Rule
z Pass REDUCTION_A1 - (595 nm) P1=1.5
3 Pass REDUCTIOM_AL - (595 nm) M1x1.5

Multimo. .




Resnlt Yiewer [20070816-172400] - FARADIGM/Simulated Data

S X% &

Data Wiew results For each validation rule or edit the rules if reevaluating the resulks is desired.

Concentration

_ukoff

Y alidation

Mumber of Rules Report Options ]

Walidation Rules
Basis of Evaluation

[REDUCTION_AL - (595rm) v | |C132 |
IF Failed, show Text: |Caused by Contral 1 Failure |

Rule

‘REDLICTION_P.I - (595 rm) v | |P1 >3 |
If Failed, show Text: |Caused by P Failure |

REDUCTION_AL - (S95m) v | [N1>1.5 |
If Failed, show Text: |Caused by M1 Failure |

32 Multimo...




Resnlt Yiewer [20070816-172400] - FARADIGM/Simulated Data

SED & |

Data Wiew results For each validation rule or edit the rules if reevaluating the resulks is desired.
Concentration
Zukoff
Yalidation i Parameters |Edit |
Result List
o Vadabnfaled
Rule Mumber | Resul | FailText | Basis of Evaluation | Rule
z Fail Caused by P1 Failure REDUCTION_AL - {595 nm) P1=3
3 Pass REDUCTION_AL - (595 nm) M1x1.5

FMultimo. .




F Multimode Analysizs Software

Fie Actione Help

Ex Delete 211 Ex Delete

Qe G |

Results Selection List

Dt Result Mame | Measured | Evaluated | Prokocol Marne | Application Type !
ol SO070B16-173  2007/5/16 FOF 05:34:13  2007/8/16 F2F 05:43:23  Validation 595nm Analysis o

EU’ Detection Methods Z0070815-160 2007815 FF 0407:41  2007/8/15 F<F 04:09:57  MewPratocal 7 Analysis
— 20070815152 2007/5/15 F4F 03:28:35  2007/8/15 F4F 03:28:37  Abs_595nm Analysis
Z20070315-141 2007/8/15 F9 02:17:28  2007/8/15 F9F 02:27:34  MewProkocol & Analysis

20070515-132 2007/5/15 F9F 01:28:29  2007/8/15 F9F 01:28:31  Abs_595nm analysis

20070515-125 2007/8/15 F<F 12:57:20  2007/8/15 FF 12:57:22  Abs_595nm analysis

20070314-153 2007/8/14 F9 03:31:57 2007/8/14 F9F 03:32:02  MewProkocaol 5 Analysis

20070814-152 2007/5(14 F4F 032307 2007/5/14 F9F 03:23:40  Abs_Sa0 analysis

Z0070810-164 2007/8/10 FF 04:49:56  Z007/5/10 F-F 04:51:07  x_Abs_Gen_96well Analysis

20070510-164 2007/8/10 FF 04:48:36  2007/8/10 FF 04:48:51  x_Abs_Gen_96wel analysis

20070725-224 2007/7/25 F<F 10:44:07  2007/7/25 T2F 10:44:11  Lum_1000 Analysis

Z0070725-223 Z007)7)25 T4 10:36:37  2007/7/25 T 10:36:41  x_Multi_Luminescence 96wel 2,5min &nalysis

Z0070607-163 200767 FF 0403707 Z007/6/7 FF 043724 MewProkacol 4 Analysis

Z20070607-161 2007167 T4 04:16:17 2007167 T4 04:16:23 *_Multi_Rhodamine Int Boktom 96well 2min SxSpts Analysis

Z20070605-180 2007/6)5 FF 06:05:10 2007/6/5 T 06:05:43 MewProtocol 3 Analysis

Z0070605-175 Z007/6)5 T <F 05:56:56 2007/6/5 T <F 05:57:00 MewProtocol 3 Analysis

Z0070605-133 2007065 T4 01:40:36  2007/6/S T4 01:40:42  MewProkocal 2 Analysis

20070605131 Z007/6)S FF 011959 20076/ T4 01:20:05  MewProtocol 2 Analysis

20070605-115 2007/6)5 E4F 11:57:48  2007/6/5 E4F 11:57:55 = _Multi_Europium Chelake 384wel 4min Analysis

|Like v| |
|Between v| 2007f B{14 v | and 2007/ {16 v

|Like
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